The following aspects of 
Introduction
Breeding aims for domestic animals which are used for intensive animal production consider characters of : During the past two decades considerable genetic improvement has been reached in production traits. But more and more problems are reported regarding reproduction and disease suceptibility. It seems that measurements of feeding, management, hygiene, chemotherapy and vaccination are not sufficient to secure productivity in an intensive production system with high performance per animal. Geneticists are fre-quently blamed for the arising problems. They are said to have neglected the constitution of the animals in selection. Geneticists justify the overemphasis on production traits in selection with economic demands and the lack of constitutional parameters which can be used as selection criteria. Since the effects of starvation of a bull and ketosis are physiologically different processes the value of such traits in indirect selection has to be evaluated experimentally.
Hypacalcaemia : H ENRICSON et al. (1975) found a significant correlation between serum-Mg-level of heifers and the frequency of paresis puerperalis in older half sisters. The heritability of the serum-Mg-level was estimated with h 2 = 0.10 in heifers and h 2 = 0.19 in first calvers. G RAF et al. (1977) found significant differences between halfsister groups in the difference between the serum-Ca-level 24 hours after parturition and the serum-Ca-level before calving. (1977) found a significant variation between cows in the ability of milk to support phagocytosis by neutrophil polymorphonuclear (PMN) leukocytes, and that elucidation of these factors may help in reducing the incidence of bovine mastitis. G6 TZE et al. (1977) showed that lysozyme concentration in the blood and in the milk are independent parameters. Lysozym concentrations in the milk are influenced by stage of lactation and bacterial contamination of the milk. However, nothing is known about genetic variation of lysozyme concentration in the milk up to now.
Resistance against infectious diseases
Our knowledge about the complex gene systems operating on several levels in regulating the immune responsiveness has increased considerably during the last decade. Immunoglobulin markers, primarily allotypes (allelic types) made it possible to establish the cellular origin of antibodies and the phylogenetic descendance of immunoglobulins. Genetic control of immune responsiveness is exercised on two independent levels, such as the antigen recognition (ability to respond) and the antibody synthesis (magnitude of response) (afferent limb and efferent limb of immune response). The ability to respond is generally controlled by one or a few gene loci, whereas the magnitude of response can be considered as a typical quantitative character. It is furthermore to be expected that the studies of the major histocompatability complex (MHC) in domestic animals will reveal relationships between well defined diseases and certain alleles of the MHC as already shown in poultry (B RILES et al., 1977 Genetic variation in humoral immune response has also been demonstrated in bulls by LIE (1979) . The antibody titers against human serum albumin (HSA) and the total serum immunoglobulin levels were evaluated. Heritability estimates ranged between 0.14 and 0.56. The primary response (peak at 15 days after first injection) seems to be under stronger genetic influence than the secondary response (peak at 8 days after second injection). LiE assumes that the primary response reflects the genetic control of antigen recognition (ability to respond) and the secondary response reflects the magnitude of response (a quantitativ character). The answer to whether the primary or the secondary response should be the best criterion for the general immune response can only be given by correlation to disease date. An important condition for the practical application of the tests is the standardisation of the environment which could be achieved in performance testing stations for AI bulls.
In pigs, genetic variation in humoral immune response was also found. R ADZI -K owsKY et al. (1974) demonstrated breed differences in the immune response to sheep erythrocytes measured by the number of plaque forming cells (PFC) of the spleen. High levels of cross-reacting antibodies, however, were found in the sera of non-immunised pigs. To avoid these crossreactions, immune response of different pig breeds to DNP hapten (2.4 Dinitrophenylsulfonic acid-Bovine Serum Albumine) was investigated (BuscHtvtnrrrr, 1975 
